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Figure 2A 



GO with Exon 1: 

atgcctttccttt.tgggt.ct.t.agacag qataaqqaaqcctqtqtqqqtaccaacaatcaa 60 

MPFLLGLRQDKEACVGTNNQ 20 

agctacatctgtgacacaggacactgctgtggacagtctcagtgctgcaactactactat 120 

SYICDTGHCCGQSQCCNYYY 40 

gaactctggtggttctggctggtgtggaccatcatcatcatcctgagctgctgctgtgtt 180 

ELWWFWLVWTIIIILSCCCV 60 
40 

tgccaccaccgccgagccaagcaccgccttcaggcccagcagcggcaacatgaaatcaac 24 0 

CHHRRAKHRLQAQQRQHEIN 80 

ctgatcgcttaccgagaagcccacaattactcagcgctgccattttatttcaggtttttg 300 

LIAYREAHNYSALPFYFRFL 100 

ccaaactatttactacctccttatgaggaagtggtgaaccgacctccaactcctccccca 360 

PNYLLPP YEEVVNRPPTPPP 120 

ccatacagtgccttccagctacagcagcagcagctgctgcctccacagtgtggccctgca 42 0 

PYSAFQLQQQQLLPPQCGPA 140 

ggtggcagtcccccgggcatcgatcccaccaggggatcccagggggcacagagcagcccc 480 

GGSPPGIDPTRGSQGAQSSP 160 

ttgtctgagcccagcagaagcagcacaagacccccaagcatcgctgaccctgatccctct 54 0 

LSEPSRSSTRPPSIA DPDPS 180 

gacctaccagttgaccgagcagccaccaaagccccagggatggagcccagtggctctgtg 600 

DLPVDRAATKAPGMEPSGSV 200 

gctggcctgggggagctggacccgggggccttcctggacaaagatgcagaatgtagggag 660 

AGLGELDPGAFLDKDAECRE 220 

gagctgctgaaagatgacagctctgaacacggcgcacccgacagcaaagagaagacgcct 7 20 

ELLKDDSSEHGAPDSKEKTP 240 

gggagacatcgccgcttcacaggtgactcgggcattgaagtgtgtgtgtgcaaccggggc 78 0 

GRHRRFTGDSGI EVCVCNRG 260 

caeca t gacga tgacctcaaagagtt caacacactcatcgat gat get ctggatgggccc 84 0 

HHDDDLKEFNTLI DDALDGP 280 

ctggacttctgcgacagctgccatgtgcggccccctggtgatgaggaggaaggcctctgt 900 

LDFCDSCHVRPPGDEEEGLC 300 

cagtcctctgaggagcaggctcgagagcctgggcacccgcacctgccacggccgcccgca 960 

QSSEEQAREPGHPHLPRPPA 320 

tgect get gctgaa caeca tcaacgagcaggactctcccaactcccagagcagcagctcc 1020 

CLLLNTINEQDSPNSQSSSS 340 



cccagctagagcaggtcctgccagcacccagcaacttggcaaagcaaccagggtagggga 108 0 
PS- "~ 342 



Figure 2B 



GO with Exon la; 

atggagaggagaaggctcctgggtggcatggcgctcctgctcctccaggcgctgcccagc 60 

MERRRLLGGMALLLLQALPS 20 

cccttgtcagccagggctgaacccccgcag gataaggaagcctqtgtqqqtaccaacaat 120 

PLSARAEPPQDKEACVGTNN 40 

caaagctacatctgtgacacaggacactgctgtggacagtctcagtgctgcaactactac 180 

QSYICDTGHCCGQSQCCNYY 60 

tatgaactctggtggttctggctggtgtggaccatcatcatcatcctgagctgctgctgt 24 0 

YELWWFWLVWTIIIILSCCC 80 

gtttgccaccaccgccgagccaagcaccgccttcaggcccagcagcggcaacatgaaatc 300 

VCHHRRAKHRLQAQQRQHEI 100 

aacctgatcgcttaccgagaagcccacaattactcagcgctgccattttatttcaggttt 360 

NLIAYREAHNYSALPFYFRF 120 

ttgccaaactatttactacctccttatgaggaagtggtgaaccgacctccaactcctccc 4 20 

LPNYLLPPYEEVVNRPPTPP 140 

ccaccatacagtgccttccagctacagcagcagcagctgctgcctccacagtgtggccct 4 80 

PPYSAFQLQQQQLLPPQCGP 160 

gcaggtggcagtcccccgggcatcgatcccaccaggggatcccagggggcacagagcagc 54 0 

AGGSPPGIDPTRGSQGAQSS 180 

cccttgtctgagcccagcagaagcagcacaagacccccaagcatcgctgaccctgatccc 600 

PLSEPSRSSTRPPSIADPDP 200 

tctgacctaccagttgaccgagcagccaccaaagccccagggatggagcccagtggctct 660 

SDLPVDRAATKAPGMEPSGS 220 

gtggctggcctgggggagctggacccgggggccttcctggacaaagatgcagaatgtagg 7 20 

VAGLGELDPGAFLDKDAECR 240 

gaggagctgctgaaagatgacagctctgaacacggcgcacccgacagcaaagagaagacg 7 80 

EELLKDDSSEHGAPDSKEKT 260 

cctgggagacatcgccgcttcacaggtgactcgggcattgaagtgtgtgtgtgcaaccgg 84 0 

PGRH RRFTGDSGIEVCVCNR 280 

ggccaccatgacgatgacctcaaagagttcaacacactcatcgatgatgctctggatggg 900 

GHHDDDLKEFNTLI DDALDG 300 

cccctggacttctgcgacagctgccatgtgcggccccctggtgatgaggaggaaggcctc 960 

PLDFCDSCHVRPPGDEEEGL 320 

tgtcagtcctctgaggagcaggctcgagagcctgggcacccgcacctgccacggccgccc 1020 

CQSSEEQAREPGHPHLPRPP 340 

gcatgcctgctgctgaacaccatcaacgagcaggactctcccaactcccagagcagcagc 108 0 

ACLLLNTINEQDSPNSQSSS 360 



tcccccagctagagcaggtcctgccagcacccagcaacttggcaaagcaaccagggtagg 114 0 
S P S - ^ 363 



Figure 2C 



TGTTTACTTTGTCTGCTTTGCTAAAGAAGGCCGGTGAACCAGGACCACCGCACACACAGG 60 

CCCACCAGGGGCAATGCTCATTCCAAGACCTTAACTTTTAAGAGCCCTTTGTTCCAACGT 120 

TAGTGTGGACGATGCTCTTGCAGGATGCCTTTCCTTTTGGGTCTTAGACAG GATAAGGAA 180 

GCCTGTGTGGGTACCAACAATCAAAGCTACATCTGTGACACAGGACACTGCTGTGGACAG 24 0 

TCTCAGTGCTGCAACTACTACTATGAACTCTGGTGGTTCTGGCTGGTGTGGACCATCATC 300 

ATCATCCTGAGCTGCTGCTGTGTTTGCCACCACCGCCGAGCCAAGCACCGCCTTCAGGCC 360 

CAGCAGCGGCAACATGAAATCAACCTGATCGCTTACCGAGAAGCCCACAATTACTCAGCG 4 20 

CTGCCATTTTATTTCAGGTTTTTGCCAAACTATTTACTACCTCCTTATGAGGAAGTGGTG 4 80 

AACCGACCTCCAACTCCTCCCCCACCATACAGTGCCTTCCAGCTACAGCAGCAGCAGCTG 540 

CTGCCTCCACAGTGTGGCCCTGCAGGTGGCAGTCCCCCGGGCATCGATCCCACCAGGGGA 600 

TCCCAGGGGGCACAGAGCAGCCCCTTGTCTGAGCCCAGCAGAAGCAGCACAAGACCCCCA 660 

AGCATCGCTGACCCTGATCCCTCTGACCTACCAGTTGACCGAGCAGCCACCAAAGCCCCA 720 

GGGATGGAGCCCAGTGGCTCTGTGGCTGGCCTGGGGGAGCTGGACCCGGGGGCCTTCCTG 7 80 

GACAAAGATGCAGAATGTAGGGAGGAGCTGCTGAAAGATGACAGCTCTGAACACGGCGCA 8 4 0 

CCCGACAGCAAAGAGAAGACGCCTGGGAGACATCGCCGCTTCACAGGTGACTCGGGCATT 900 

GAAGTGTGTGTGTGCAACCGGGGCCACCATGACGATGACCTCAAAGAGTTCAACACACTC 960 

ATCGATGATGCTCTGGATGGGCCCCTGGACTTCTGCGACAGCTGCCATGTGCGGCCCCCT 1020 

GGTGATGAGGAGGAAGGCCTCTGTCAGTCCTCTGAGGAGCAGGCTCGAGAGCCTGGGCAC 1080 

CCGCACCTGCCACGGCCGCCCGCATGCCTGCTGCTGAACACCATCAACGAGCAGGACTCT 114 0 

CCCAACTCCCAGAGCAGCAGCTCCCCCAGCTAGAGCAGGTCCTGCCAGCACCCAGCAACT 1200 

TGGCAAAGCAACCAGGGTAGGGGAGAACCACGAGAGAAGCATTAAGTGACTTTCAAAGAC 12 60 

TTTCAGAGTACAGCCACTTGGTTCCTTTTTGTTTGTTTTCCTTCTCCTCTCCTGCATTTT 1320 

CCTCCATCTCCAGGTACAGTTCGGGGTGTGGATGCCTCTTCCTCCACAAGGGCACAGTGT 1380 

TGTGGAGGGCTAAGTTGGTTCTGTGACTCATTCCTCATACCCTAACTCCATCTCCTTTCT 14 4 0 

TTAAAGTCAAATCTCACCTACCTGTTTGGGTCAGAGAGATGTGTTTTGAAAGCCCCCAAG 1500 

GAAGGAGGCTGGGACTGTGCCCTGACATGATTCTTGGTGATGGAATAGGTTTGTGCTCTG 15 60 

ATTCTAGTTTAAGAGAACGTTGCTGTATCTCAGTCCAGGAGAGGCAGCCCATCTTGGCCC 1620 

TGGATGAAGAAGGAAACCCACAGAGGCCCAGGGCTTGTCATTGGGCTGCCAGTGTCTGCC 1680 

AAGCCAGCATTGAGCTAATCCTGTGGGAGGATGAGAGCTACTGGGCCGTTGTATGATAGG 17 4 0 

TTGGTAGGGGCTTGTTGATCTGTCAAATTCCAGGTGACAAGATCTATGCACCCCATGCGT 1800 

CCTTGAGGGGCCTCTTCCCCGCAGGCTCTGGCTGGCCGCAGGCTGGTTCTGGTGTGAAAG 18 60 

GTTATACTGCCTTTTCTTTGTTTGTTTGTTTTTTTCTCTAAAAACAT^ACAGCAAAAGACA 1920 

GCTGAAAACAAGAACTTCACCGGTGGGCAGGCAAGAATTCTCTTCTGGAAAATGACGTTT 1980 

GTGGCTCTTTCCCAAGTTGGCCTTCAAAGAGCCTGCCTGCTGTTGAGCCAGAAGATGTCT 204 0 

CGTGTGAAGGCTGGGGTGGCGGCTGTCTTGGAACCTCTGTGAGCAGGAGGCCCTAAGCCG 2100 

CAGCAGTGGATAGAGGTGCAGCTCTCTGCCTCTCTGCCCTTTGGTCTGTGTTCACAGGTG 2160 

ACCCGTGTCAGCCTGCATCGCAAGCACACACCCTGCGGGCCTTCAAGTCTCACTGTTCCG 2220 

TATGAGGAAACAGACAGCGGACTGAGGAAGCGATGGCCCCAGAGAAAGGGCCCCTGTAGC 22 80 

CTGGCTCTCACACAGTATTTTATCTTTGATTCTGAATAAATATTTTTTGTGGGGTTTTTT 234 0 

TTTTTTTTTTGGTGGCAGTTGTTTGTTTTAAACTGACCACTTGGAAGAAACACCTTGGTT 24 00 

ATCTGTGGTTTTCATGCCTTGTCCCTGCCTCTACCCCCACCCCTTTTGAGTCGGGTGACT 24 60 

CATTTTTCTGTGTAGAGACTCGGTGGCCCAGGCAGGAGGTGAAAGCAGCCATCCGGAAGG 2520 

CCCTGGGGACCCTTGTGCCTGTTGCTCGCCTTCAGGTCACCAGCTGAGCTGCGATAGGAA 258 0 

AATCTGAATGGAGGCAGCAAACAGCCAAAACAAACATTCCCCACCCGGCCCTGTGCATAT 2 64 0 

GAAGTCTTTCTTCCCCCAACTCTTG7\ACGATGATGATATTCAGACGAAGCATTGATGTTA 27 00 

TGGAAGAAAGAAAGAAACAAACAAAAAATATATATATATGTCCAAAAACAGACAAATCCA 27 60 

AGGGTGTGAGGTAAACGAGTGTCTGCATTTAGATTCCACAAAACCAAAATCCATGTTGAA 2820 

CAAAGTTAAGTCCGTACACAGTGACTTTTTGGGTGAGCCGTGTGTGTCTGTCTGTTGTGT 28 8 0 

GTGTGCCTCAAGCCCTGTTTTCCTGTGAAGATACTTTGAGTGGCAGCCATTCTCTCCACG 294 0 

TGAACCACACGTCTGGAGCACAGACAGGCCTCTCAAGGTCATTGATCTTACGCATTTACT 3000 

GTTTACCGAACAAATGTCTGACTGTGTACTCGGGTGTACTCCGCAGCATTGTCGACTGCA 30 60 

GTCCCCTGTGTTTGCCAGAGATACTGTGCTCGAAGTAGAGGTTTTACTCTACTCATCACT 3120 

GCGATTTGCACATTGCTCCGTGGACACTCGGAGGCCTGCGTTCTGTTCCCTATAAATGGA 3180 

AGCGTGCTCTGAGCCTGTCTGCCTCCCTCGGCTGCTGCTGGTCCTCAGTACCAGCGCCCG 32 4 0 

GGGGTGTCCACAACCACTTGGGACAGAAGAAGGTGGAATTTCAGACAGAAGCTTGACTGG 3300 

GTCTTCAATGACAGGCTTGGACTAGCTGTGGCCCAGACATCGGCCCTGCCCAGAATTGCC 33 60 

AGGAGGAGGCTTTGCAGGCTCTAGAGGAGCCGCAGGGCCTGCCTGCCTCTGGTGAGTCCA 34 20 

ACAGGCACAAGCAAGCTGGCGTGTGGCCAGAGGTAGCCGGAGTGTGTCACAGCCCCTCAG 34 8 0 



Figure 2C (continued) 



ATGCCTTTCCTTCCACCTTTTTTTTTATTTTTTAAGT^ATCCCAAATAACTCACTGAAGTG 354 0 

TCTCAAAGGCGAACAAGTTTTACCAAAATGAATCCTTTTTCAGTTAACAGATCA7^ATGGA 3600 

TGAGTTCTGAGCCTCTCAAGTTCCTTTCCCCAGTTAGAGTGGGGAACTGGGCAAGTGTTA 3660 

ACTGTGGGACTCACTGCAGCGTCCTATCCTAAAGGCACGAGAAGACGGAAATGCAACCTG 3720 

CGGAGCTGGGCTTGGTTCCCAGGTCACAGTTTGGCCCCCGCTACAGGATGCTGCCCTGCT 3780 

CAGAGAGAGATTTAATAGGGAGCTGAAGGAATCGTTAGGGGGCCAGGGAGATGTGACTGA 38 4 0 

GGCTGGCTTTCCACGTGAATGAGACGGGGTCGGTGGAGGGTTTGGTGCTACAGCCAGTCA 3900 

GAAGATTTGCAAATGCGAACACATTCCTGTGTGAGGCACGTTACCCTTTGTCAGTTATTG 3960 

TGAATATGTGTATTTTAAGCAATAAGATTCAGCTGGTCAGACTTTTCTGGGCAGTCTCAG 4 020 

TGACGCATTTCCTGTGCTGTGATTGTTCTGAAGACAGAGTGGCTCTAACCACTGTGAGAA 4 08 0 

GCCC AAATAAAAATTGATCCCAAAAATGAAAAAAAAAAAAAA 4122 
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Figure 4 
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Figure 7 


:| i.T-cell denes shared between PCA & Yeoh er a/, 2002 j 


* 


]. : * |T-cell genes shared between Vxinsight (ANOVA) and Yeoh et a/. 2002 | 




f T Present in atl gene lists (PCA, Vxinsight and Yeoh et a/. 2002) | 
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Contrast t(4;ll) in A 
vs. B 


Symbol 


guanosine monophosphate 
reductase 


GMPR 


ephrin-A3 


EFNA3 


jumping translocation 
breakpoint 


JTB 


prefoldin 5 


PFDN5 


nuclear factor I/X CCAAT- 
binding transcription factor 


NFIX 


calcium/calmodulin- 
dependent protein kinase 
CaM kinase II gamma 


CAMKG 


fibrinogen alpha chain 
isoform alpha preproprotein 


FGA 


sodium channel voltage- 
gated type IV alpha 
polypeptide 


SCN4A 


small nuclear 
ribonucleoprotein 
polypeptide A 


SNRPA1 


myosin -binding protein C 
slow-type 


MYBPC1 


similar to S. cerevisiae 
RER1 




SI 00 calcium-binding 
protein A4 


S100A4 


ubiquitin specific protease 
proto-oncogene 


USP4 


hydroxyacyl-Coenzyme A 
dehydrogenase 


HADHA 


ATP synthase H 
transporting mitochondrial 
Fl complex 


ATP 50 


bone morphogenetic protein 
1 isoform 4 precursor 


BMP1 


ribosomal protein 36AL 


RPL36AL 


sorting nexin 3 




chaperonin containing TCP-1 
subunit 8 theta 




transmembrane trafficking 
protein 


TMP21 


eukaryotic translation 
initiation factor 3 subunit 4 


EIF3S4 


B7 protein 


B7 



. . A. A. A- f A - "A "1 \ Z m-* A irn D 

Contrast t(4;ll) in A vs. ii, 
Continuation 


oymDOi 


kallikrein 3 prostate specific 
antigen 


KLK3 


poly rC binding protein 3 




small proline-rich protein 2C 


SPRR2C 


CD40 antigen 


TNFRSF5 


ubiquitin-conjugating enzyme 
E21 homologous to yeast UBC9 


UBE21 


phosphate carrier precursor 
isoform la 


PHC 


phosphodiesterase 6G cGMP- 
specific rod gamma 


PDE6G 


erythroblast macrophage 
attacher 




v-yes-1 Yamaguchi sarcoma 
viral related oncogene homolog 


LYN 


integrin alpha 3 isoform b 
precursor 


ITGA3 


l-acylglycerol-3-phosphate O- 
acyltransferase 


AGPAT1 


epididymal secretory protein 
19.5kD 


NPC2 


immunoglobulin-binding 
protein 1 


IGBP1 


eukaryotic translation initiation 
factor 3 subunit 7 zeta 66/67kD 


EIF3S7 


Clq-related factor 




ataxin 2 related protein isoform 

2 • 




peri pi akin 


PPL * 


erythroid differentiation and 
denucleation factor 1 




unknown protein LOC5 1035 




complement component 1 
inhibitor 


HAE | 


NADH dehydrogenase ubiquinone 
Fe-S protein 


NDUFS3 


small nuclear ribonucleoprotein 
D2 polypeptide 


SNRPD2 
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